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Please complete the following for antibodies to histone modifications:
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Antibody: Pol2-s2 Source: Abcam ab5095

Epitope: Pol2-S2 Antibody is rabbit polyclonal IgG, epitope corresponding
to Synthetic peptide conjugated to KLH derived from within residues 1600 -
1700 of Saccharomyces cerevisiae RNA polymerase |l CTD repeat YSPTSPS,
phosphorylated at S2

Validation 1: Immunoprecipitation (IP) in both CH12 and MEL cell lines

CH12 MEL Arrow indicates immunoprecipitated band of
NE S IP 1g6 NE S IP IgG expected size of Pol2-S2 in both CH12 and MEL
kDa cell lines (~220 kDa).
PolllS2 —> ‘ ;" - - NE: nuclear extract

~ ™ S: supernatant after IP
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	form1[0].#subform[0].TextField1[0]: Rabbit ploclonal antibody that recognizes the phosphorylated serine found in the amino acid 2 position of the C-terminal domain repeat YSPTSPS. Antibody generated using a synthetic peptide conjugated to KLH derived from within residues 1600 - 1700 of Saccharomyces cerevisiae RNA polymerase II CTD repeat YSPTSPS, phosphorylated at S2.
	form1[0].#subform[0].TextField1[1]: DNA-dependent RNA polymerase catalyzes the transcription of DNA into RNA using the four ribonucleoside triphosphates as substrates. Largest and catalytic component of RNA polymerase II which synthesizes mRNA precursors and many functional non-coding RNAs. Forms the polymerase active center together with the second largest subunit. Pol II is the central component of the basal RNA polymerase II transcription machinery. 
During transcription elongation, Pol II moves on the template as the transcript elongates. Elongation is influenced by the phosphorylation status of the C-terminal domain (CTD) of Pol II largest subunit (RPB1), which serves as a platform for assembly of factors that regulate transcription initiation, elongation, termination and mRNA processing.
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	form1[0].#subform[1].TextField2[0]: Immunoprecipitation of CH12 and MEL nuclear extracts using anti-PolIIS2 antibody (ab5095) enriched a band of the expected molecular weight of PolIIS2 (~220 kD).
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