Scale 2 kbt 1 hg18
chrli: | 116,201,000 116,202,000 116,203,000 | :|L_|16,204,000| 116,205,000 | 116,206,000 116,207,000 116,208,000 | 116,209,000 |

i NF4a SVM sites from Bolotin et al. 201?
HNF4a SVM sites | | [ I | L | |
UCSC Genes (RefSeq, GenBank, tRNAs & Comparative Genomics)
APOC3 il

RefSeq Genes
RefSeq Genes L
Human mRNAs from GenBank

Human mRNAs —i—u

. Human ESTs That Have Been Spliced
Spliced ESTs I i
50 _ ENCODE Enhancer- and Promoter-Associated Histone Mark (H3K4Mel) on 8 Cell Lines

Layered H3K4Mel

100 _ ENCODE Promoter-Associated Histone Mark (H3K4Me3) on 9 Cell Lines
Layered H3K4Me3

0
ENCODE Digital DNasel vaersenWty Cluﬂ

DNase Clusters
ENCODE Transcnptloq iﬁiiii EH ﬁ iiﬂ
Txn Factor ChIP . | ] |
3 Placental Mammal Basewise Conservation by PhyloP

i ' i
Mammal Cons ”|\ i ‘H‘ It \|‘|‘H 'l\‘l Il dd (1l “I‘ Ik §ili HW J \‘M |‘| \‘l‘\ If [
! I

[ TSI
e 111 111} —\I-“—‘-
_:x'ﬂll ——mnmii

X_tro |ca||s
Stickleback i

RepeatMasker I NSNS EENY - n Repealing uigl's Dgarreaasker g oy | |
SNPs (130) U1 0 1 L1 1 1 Simele Nucleotide Polymorphisms (dbSNP build 130 o i L 1




